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Abstract

Acute respiratory distress syndrome (ARDS) is a respiratory disease characterized by severe
hypoxemia and is regarded as one of the most common complications of sepsis. ARDS caused by
intestinal dysfunction, such as intestinal injury, intestinal immune dysfunction, intestinal microbiota
disorder, and intestinal metabolism, is often considered to be gut - derived ARDS. It is often
manifested as changes in intestinal integrity and permeability and affects the composition of the gut
microbiota as well as the production of metabolites. The purpose of this review is to summarize the
relationship between gut-derived ARDS and gut microbiota, providing new ideas for the treatment of
ARDS patients by altering their gut microbiota and its metabolites.
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